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Fig. 1 . SOD3 is expressed at high level in adipose tissue and adipocytes 
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Fig. 2 SOD3 expression is increased in adipose tissue of HFD-fed obese mice 
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Fig. 3  SOD3 expression and release is increased in adipocytes differentiated from 
mouse bone marrow MSC 
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Fig. 4  SOD3 expression and release are increased in differentiated human adipocytes  
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Fig. 5  Human differentiating adipocytes treated with SOD3 shRNA 
lentivirus increased lipid accumulation 
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Fig. 6 SOD3 KO mice are more obese and IR than WT mice 
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Fig. 7 SOD3 KO mice showed AT hypertrophy compare to WT mice  
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Fig. 8 SOD3 KO mice showed enhanced adipose tissue inflammation than WT   
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Fig. 9  SOD3 KO mice have higher serum lipids and inflammatory cytokine levels  
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Supplementary Table 1. Real-time PCR primer sequences (mouse)  
Gene symbol Species Genbank ID Primers sequences (5' --- 3') 
SOD3 mouse NM_011435.3 For GTGTCCCAAGACAATC
Rev TGCTATGGGGACAGG
β-actin mouse NM_007393.5 For ACGGCCAGGTCATCACTATTG
Rev CACAGGATTCCATACCCAAGAAG
Leptin mouse NM_008493.3 For TGTGTCGGTTCCTGTGGCTTT
Rev CTGCGTGTGTGAAATGTCATTG
adiponectin mouse NM_009605.5 For AGATGCAGGTCTTCTTGGTC
Rev TCTCCAGGCTCTCCTTTCC
PPARγ mouse NM_001127330.2 For TTTCAAGGGTGCCAGTTTCG
Rev CTTGAGCAGAGTCACTTGGTC
CEBPα mouse NM_001287514.1 For CGCAAGAGCCGAGATAAAGC
Rev CGGTCATTGTCACTGGTCAACT 
FABP4 mouse NM_024406.3 For ACCGCAGACGACAGGAA
Rev CTCATGCCCTTTCATAAAC
LPL mouse NM_008509.2 For TGAGAAAGGGCTCTGCCTGA
Rev GGGCATCTGAGAGCGAGTCTT
SREBP-1c mouse NM_001358315.1 For TACTTCTTGTGGCCCGTACC
Rev TCAGGTCATGTTGGAAACCA
ACC1 mouse NM_133360.2 For GCC TCA GGA GGA TTT GCT GT
Rev AGG ATC TAC CCA GGC CAC AT
FAS mouse NM_007988.3 For TCC AAG ACT GAC TCG GCT ACT GAC
Rev GCA GCC AGG TTC GGA ATG CTA TC
SCD1 mouse NM_009127.4 For CATCGCCTGCTCTACCCTTT
Rev GAACTGCGCTTGGAAACCTG
CD36 mouse NM_001159558.1 For CCAGTGTATATGTAGGCTCATCCA
Rev TGGCCTTACTTGGGATTGG
GPAT3 mouse NM_172715.3 For GGGGCAAGGGTAGAGTGTAG
Rev AGAGCGGTAGGTGTCAGAGT
DGAT2 mouse NM_026384.3 For CCC TAC TCC AAG CCC ATC AC
Rev GGC ATG GTA CAG GTC GAT GT
ATGL mouse NM_025802.3 For GGATGAAAGAGCAGACGGGTAG
Rev CGCAAGACAGTGGCACAGAG
HSL mouse NM_001039507.2 For AGGTGGGAATCTCTGCATCACTGT
Rev TGTCCCTGAATAGGCACTGACACA
Perilipin1 mouse NM_175640.2 For GACACCACCTGCATGGCT
Rev TGAAGCAGGGCCACTCTC
CPT-1α mouse NM_013495.2 For CTC CGC CTG AGC CAT GAA G
Rev CAC CAG TGA TGA TGC CAT TCT
FATP1 mouse NM_011977.4 For CGCTTTCTGCGTATCGTCTGCAAG
Rev AAGATGCACGGGATCGTGTCT
PPARα mouse NM_001113418.1 For AGA GCC CCA TCT GTC CTC TC
Rev ACT GGT AGT CTG CAA AAC CAA A
Acox mouse NM_015729.3 For AAAAACCTTCAGGCCCAAGT
Rev CCTTTCTGGCTGATCCCATA
F4/80-f mouse NM_001355722.1 For GAGATTGTGGAAGCATCCGAGAC
Rev GATGACTGTACCCACATGGCTGA
CD68-f mouse NM_001291058.1 For CTTCGGGCCATGTTTCTCTT
Rev ATTGTCGTCTGCGGGTGAT
mCD206-f mouse NM_008625.2 For TGATTACGAGCAGTGGAAGC
Rev GTTCACCGTAAGCCCAATTT
mCD11c-f mouse NM_001363985.1 For CTGGATAGCCTTTCTTCTGCTG
Rev GCACACTGTGTCCGAACTC
TNFα mouse NM_001278601.1 For CCAACGGCATGGATCTCAAAGACA
Rev AGATAGCAAATCGGCTGACGGTGT
IL-1β mouse NM_008361.4 For GCAACTGTTCCTGAACTCAACT
Rev ATCTTTTGGGGTCCGTCAACT
IL-6 mouse NM_001314054.1 For CTGCAAGAGACTTCCATCCAG
Rev AGTGGTATAGACAGGTCTGTTGG
MCP-1 mouse NM_011333.3 For CCAAGAAGGAATGGGTCCAGACAT
Rev ACAGAAGTGCTTGAGGTGGTTGTG
Mgl1 mouse NM_001204252.1 For TGAGAAAGGCTTTAAGAACTGGG
Rev GACCACCTGTAGTGATGTGGG
Arg1 mouse NM_007482.3 For CTCCAAGCCAAAGTCCTTAGAG
Rev AGGAGCTGTCATTAGGGACATC
IL-10 mouse NM_010548.2 For GCTCTTACTGACTGGCATGAG
Rev CGCAGCTCTAGGAGCATGTG
IL-4 mouse NM_021283.2 For GGTCTCAACCCCCAGCTAGT
Rev GCCGATGATCTCTCTCAAGTGAT
IL-13 mouse NM_008355.3 For CCTGGCTCTTGCTTGCCTT
Rev GGTCTTGTGTGATGTTGCTCA
Supplementary Table 2. Real-time PCR primer sequences (human)
Gene symbol Species Genbank ID Primers sequences (5' --- 3') 
SOD1 human NM_000454.4 For GAAGGTGTGGGGAAGCATTA
Rev CCACCGTGTTTTCTGGATAGA
SOD2 human NM_000636.3 For GTTCAATGGTGGTGGTCATATCA
Rev GCAACTCCCCTTTGGGTTCT
SOD3 human NM_003102.2 For CTTCGCCTTTGCTGAAGTCT
Rev GGGTGTTTCGGTACAAATGG
B3GALT4 human NM_003782.3 For CTACCGCAACCTCACCCTAAA
Rev AGGGACGTTGACATACACATCA
IDS human NM_000202.7 For CGATGATTCTCCGTATAGCTGGT
Rev AGTGCTCTGTTTGTCAGGCAA
ST6GALT1 human NM_173216.2 For ACCCCAATCAGCCCTTTTACA
Rev CTGGTCACACAGCGTCATCA
DPM2 human NM_003863.3 For ATTCTCTTGCCATTCATCGACAG
Rev GGCTCGGGGCAGGAAATAC
B4GALT3 human NM_001199873.1 For ATGTGGACCTCTTGCCAG
Rev TTCCTCATTGCCCTTATCTC
CYP2C8 human NM_000770.3 For CATTACTGACTTCCGTGCTACAT
Rev CTCCTGCACAAATTCGTTTTCC
DGAT2 human NM_032564.4 For CCTCCTCGAAGATCACCTGC
Rev AAGGGCTTTGTGAAACTGGC
ACADVL human NM_000018.3 For GCTAAGGCGGTAGATCATGC
Rev TCCCTGGTCCATGTTAGCAC
ASAH1 human NM_177924.4 For TCAACAAGCTGACCGTATACACAA
Rev CCCGCAGGTAAGTTTCGAATT
P4HA3 human NM_182904.4 For GCTGCGGGACCTGACTAGA
Rev CAAGCAGAGGGTTAGCCACAG
ABAT human NM_020686.5 For AAGAGAGCCGAGGCAATTACC
Rev GCTCGCATTTTGAGGCTGTTG
BCAT2 human NM_001190.3 For GCCCACCGTGTTAGTGCAA
Rev GTCCAGTAGACTCTGTCTGACC
HGD human NM_000187.3 For ATTTACACCGAGTTTGGCAAGA
Rev GGTCTCCTCAAAGACATCTATGC
PCK human NM_002591.3 For TTGAGAAAGCGTTCAATGCCA
Rev CACGTAGGGTGAATCCGTCAG
NNT human NM_012343.3 For TGGTCAAGCAGGGTTTTAATGT
Rev TCCTTTGCCCCTTGGATTTGG
ALDH3B2 human NM_001031615.2 For TCATCGCACCCTGGAACTAC
Rev CTGGCTGATTTCTGACGGCT
ATP6B0E1 human NM_003945.3 For GTCCTAACCGGGGAGTTATCA
Rev AAAGAGAGGGTTGAGTTGGGC
CAPASE 7 human NM_001227.4 For AGTGACAGGTATGGGCGTTC
Rev CGGCATTTGTATGGTCCTCTT
AdipQ human NM_001177800.1 For CCCAAAGAGGAGAGAGGAAGCT
Rev GCCAGAGCAATGAGATGCAA
β-actin human NM_001101.4 For TGCGTGACATTAAGGAGAAG
Rev GCTCGTAGCTCTTCTCCA
